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Populus for rhizoremediation

Model woody plant

= Deep root systems

= Ability to form hybrids
= Low maintenance

= Biomass production for energy

= Economic value of wood

Aspen/Populus

= Sustainable development

108 — 10° / gram of soil /

Molecular methods




26/03/2014

Temporal and spatial variation of microbes in pollution

Temporal variation Spatial heterogeneity in polluted
* Stages of biodegradation sites
* Seasonal changes * Patchiness and gradients of

e . i chemical parameters
* Plant age modifying rhizosphere

population
* Toxicity of contaminants
* Bioavailability of contaminants

Greenhouse

Bacterial community dynamics
during initial 10 weeks after oil
pollution

: Spatial heterogeneity of contaminants,
Bacterial community dynamics soil chemistry and microbiological
during 2 years of field study parameters
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Component 2

A. Extradiol dioxygenase (bphC) PCA
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B. Alkane hydroxylase (alkB) PCA
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Basal respiration rate
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» Acknowledging the vast diversity and potential role of microbes in
remediation of polluted soils.

» Implementing advanced methods in analysing and interpreting microbial
ecology of polluted sites.

» Integrating microbial analysis in routine risk assessment and monitoring.

» Combining microbial analysis with chemical analysis for a thorough
understanding of biological and chemical aspects of polluted sites.
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